                              M(7):[12][13][23]                              1

                             The GENMOD Procedure

                              Model Information

          Data Set              WORK.D1                             

          Distribution          Poisson                             

          Link Function             Log                             

          Dependent Variable          c    count                    

          Observations Used           8                             

                            Class Level Information

                       Class      Levels    Values

                       i               2    A B         

                       j               2    High Normal 

                       k               2    hi norm     

                    Criteria For Assessing Goodness Of Fit

         Criterion                 DF           Value        Value/DF

         Deviance                   1          0.6133          0.6133

         Scaled Deviance            1          0.6133          0.6133

         Pearson Chi-Square         1          0.6167          0.6167

         Scaled Pearson X2          1          0.6167          0.6167

         Log Likelihood                    10930.6065                

                               M(6):[12][13]                                3

                             The GENMOD Procedure

                              Model Information

          Data Set              WORK.D1                             

          Distribution          Poisson                             

          Link Function             Log                             

          Dependent Variable          c    count                    

          Observations Used           8                             

                            Class Level Information

                       Class      Levels    Values

                       i               2    A B         

                       j               2    High Normal 

                       k               2    hi norm     

                    Criteria For Assessing Goodness Of Fit

         Criterion                 DF           Value        Value/DF

         Deviance                   2          2.0626          1.0313

         Scaled Deviance            2          2.0626          1.0313

         Pearson Chi-Square         2          2.1876          1.0938

         Scaled Pearson X2          2          2.1876          1.0938

         Log Likelihood                    10929.8819 

                                M(5):[12][23]                                5

                             The GENMOD Procedure

                              Model Information

          Data Set              WORK.D1                             

          Distribution          Poisson                             

          Link Function             Log                             

          Dependent Variable          c    count                    

          Observations Used           8                             

                            Class Level Information

                       Class      Levels    Values

                       i               2    A B         

                       j               2    High Normal 

                       k               2    hi norm     

                    Criteria For Assessing Goodness Of Fit

         Criterion                 DF           Value        Value/DF

         Deviance                   2          2.9799          1.4900

         Scaled Deviance            2          2.9799          1.4900

         Pearson Chi-Square         2          2.9848          1.4924

         Scaled Pearson X2          2          2.9848          1.4924

         Log Likelihood                    10929.4232                

                               M(4):[13][23]                                7

                             The GENMOD Procedure

                              Model Information

          Data Set              WORK.D1                             

          Distribution          Poisson                             

          Link Function             Log                             

          Dependent Variable          c    count                    

          Observations Used           8                             

                            Class Level Information

                       Class      Levels    Values

                       i               2    A B         

                       j               2    High Normal 

                       k               2    hi norm     

                    Criteria For Assessing Goodness Of Fit

         Criterion                 DF           Value        Value/DF

         Deviance                   2          4.5627          2.2814

         Scaled Deviance            2          4.5627          2.2814

         Pearson Chi-Square         2          4.5663          2.2831

         Scaled Pearson X2          2          4.5663          2.2831

         Log Likelihood                    10928.6318                

                                M(3):[3][12]                                 9

                             The GENMOD Procedure

                              Model Information

          Data Set              WORK.D1                             

          Distribution          Poisson                             

          Link Function             Log                             

          Dependent Variable          c    count                    

          Observations Used           8                             

                            Class Level Information

                       Class      Levels    Values

                       i               2    A B         

                       j               2    High Normal 

                       k               2    hi norm     

                    Criteria For Assessing Goodness Of Fit

         Criterion                 DF           Value        Value/DF

         Deviance                   3          4.6014          1.5338

         Scaled Deviance            3          4.6014          1.5338

         Pearson Chi-Square         3          4.5433          1.5144

         Scaled Pearson X2          3          4.5433          1.5144

         Log Likelihood                    10928.6125                

                                M(2):[2][13]                                11

                             The GENMOD Procedure

                              Model Information

          Data Set              WORK.D1                             

          Distribution          Poisson                             

          Link Function             Log                             

          Dependent Variable          c    count                    

          Observations Used           8                             

                            Class Level Information

                       Class      Levels    Values

                       i               2    A B         

                       j               2    High Normal 

                       k               2    hi norm     

                    Criteria For Assessing Goodness Of Fit

         Criterion                 DF           Value        Value/DF

         Deviance                   3          6.1842          2.0614

         Scaled Deviance            3          6.1842          2.0614

         Pearson Chi-Square         3          6.1894          2.0631

         Scaled Pearson X2          3          6.1894          2.0631

         Log Likelihood                    10927.8211                

                                 M(1):[1][23]                                13

                             The GENMOD Procedure

                              Model Information

          Data Set              WORK.D1                             

          Distribution          Poisson                             

          Link Function             Log                             

          Dependent Variable          c    count                    

          Observations Used           8                             

                            Class Level Information

                       Class      Levels    Values

                       i               2    A B         

                       j               2    High Normal 

                       k               2    hi norm     

                    Criteria For Assessing Goodness Of Fit

         Criterion                 DF           Value        Value/DF

         Deviance                   3          7.1015          2.3672

         Scaled Deviance            3          7.1015          2.3672

         Pearson Chi-Square         3          7.1020          2.3673

         Scaled Pearson X2          3          7.1020          2.3673

         Log Likelihood                    10927.3624                

                               M(0):[1][2][3]                               15

                             The GENMOD Procedure

                              Model Information

          Data Set              WORK.D1                             

          Distribution          Poisson                             

          Link Function             Log                             

          Dependent Variable          c    count                    

          Observations Used           8                             

                            Class Level Information

                       Class      Levels    Values

                       i               2    A B         

                       j               2    High Normal 

                       k               2    hi norm     

                    Criteria For Assessing Goodness Of Fit

         Criterion                 DF           Value        Value/DF

         Deviance                   4          8.7229          2.1807

         Scaled Deviance            4          8.7229          2.1807

         Pearson Chi-Square         4          8.7302          2.1825

         Scaled Pearson X2          4          8.7302          2.1825

         Log Likelihood                    10926.5517                

options ps=60 ls=79 nodate;

title 'Example 3.2.1 page 73 Christensen Contingency Tabels';

data d1;


input  i j k c;


label i='personality type'


  j ='cholesterol'
          k ='blood psi'
          c = 'count';

    format i typefmt. j cholesterolfmt. k bloodpsifmt.; 

cards;

1 1 1 716

1 1 2  79

1 2 1 207

1 2 2  25

2 1 1 819

2 1 2  67

2 2 1 186

2 2 2  22

;

*proc print data=d1 label;
*This proc is only necessary to see if sas read the cards correctly;
*sum c;
*run;
proc format;

value typefmt 1='A' 2='B';

value cholesterolfmt 1='Normal' 2='High';

value bloodpsifmt 1='norm'2='hi';

run;

proc genmod data=d1;

title 'M(7):[12][13][23]';

class i j k ;

model c= i*j i*k j*k/link=log dist=poisson;

run;

proc genmod data=d1;

title 'M(6):[12][13]';

class i j k ;

model c= i*j i*k/link=log dist=poisson;

run;

proc genmod data=d1;

title 'M(5):[12][23]';

class i j k ;

model c= i*j j*k/link=log dist=poisson;

run;

proc genmod data=d1;

title 'M(4):[13][23]';

class i j k;

model c=i*k j*k/link=log dist=poisson;

run;

proc genmod data=d1;

title 'M(3):[3][12]';

class i j k;

model c=k i*j/link=log dist=poisson;

run;

proc genmod data=d1;

title 'M(2):[2][13]';

class i j k;

model c=j i*k/link=log dist=poisson;

run;

proc genmod data=d1;

title 'M(1):[1][23]';

class i j k;

model c=i j*k/link=log dist=poisson;

run;

proc genmod data=d1;

title 'M(0):[1][2][3]';

class i j k;

model c=i j k/link=log dist=poisson;

run;

quit;               
PAGE  
6

